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[ Abstract ]| Background and purpose: The gastric cancer is the highest incidence of malignant tumors in
the world. The main treatment methods for gastric cancer are operation and chemotherapy. But the effect is not good.
With the rapid development of economy and molecular biology, early diagnosis and molecular targeted therapy for
gastric cancer has become a research hotspot. The oncogene overexpression and the anti-oncogene lower expression are
closely related with gastric cancer. CDC4/FBXW?7 is an anti-oncogene, but c-Myc is an oncogene. The previous research
showed that CDC4 affected the expression of many oncogenes, such as Cyclin E. This study aimed to investigate the
expression of CDC4 and c-Myc in gastric cancer and to elucidate the potential relationship between their expressions
and clinical pathological characteristics. Methods: Semi-quantitative reverse transcription polymerase chain reaction
(sRT-PCR), immunohistochemistry and Western blot method were used to determine the mRNA and protein expressions
of CDC4 and c-Myc in 40 specimens of gastric carcinoma tissues, corresponding adjacent tissues and normal mucosal

tissues. The expressions of CDC4 and c-Myc and the clinical pathological characteristics were analyzed. Results: The

WE1EE: kA4 E-mail:zhangyu0323@21cn.com



934

E4, 5 CDC4Me-Mycft BT aERIs M lm R 2 X

protein expressions of CDC4 in gastric cancer tissues were significantly lower than those in adjacent tissues and normal

mucosal tissues (P<0.05), whereas the protein expression of c-Myc in gastric cancer tissues was significantly higher

than that in adjacent tissues and normal mucosal tissues (P<0.05). The protein and mRNA expression of CDC4 and c-Myc

were correlated with differentiation, TNM stage, lymph node metastasis, infiltration, but not with patients’ gender, age

and site of cancer (P<0.05). There was a significant negative correlation between CDC4 and c-Myc at the mRNA and

protein expression levels (P<0.05). Conclusion: The lower expression of CDC4 is correlated with differentiation, TNM

stage, lymph node metastasis and infiltration. c-Myc overexpression is likely to be the CDC4 loss. It suggests that the

loss of CDC4 may be a valuable marker for assessing the diagnosis and treatment and the prognosis of gastric cancer.

[ Key words ] CDC4; c-Myc; Immunohistochemistry; Semi—quantitative reverse transcription polymerase chain

reaction; Western blot
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Tab.1 The expressions of CDC4 mRNA and c-Myc mRNA detected by RT-PCR

T: Tumor tissue; P: Corresponding adjacent mucosal tissue; N: Normal tissue; M: Marker



936 WEA, % CDC4e-MycfE 5895 H 315 Kl RS SL

%1 CDC4 mRNA#I c-Myc mRNARIR L 5 B I RRIEFFEZ HHX R

Tab.1 The correlation between the mRNA expression of CDC4, c-Myec and clinical pathological parameters in gastric cancer

(X£s)
Group n CDC4 mRNA t value c-Myc mRNA t value
Gender
Male 26 0.758 0+0.062 8 0.790 0.894 2+0.095 8 0.302
Female 14 0.837 0+0.070 0 0.847 8+0.109 0
Agelyear
<60 19 0.830 1+ 0.078 2 0.888 0.793 5+0.064 7 1.114
=60 21 0.745 4+0.056 7 0.954 440.124 1
Tumor location
Cardiac and gastric body 22 0.757 6+0.064 5 0.6494 0.889 9+0.114 1 0.180
Gastric antrum 18 0.820 0+0.071 2 0.863 3+0.083 4
TNM staging
-1 13 0.965 6+0.087 9 2.863* 0.569 4+0.060 6 3.320%
I-v 27 0.699 0+0.048 9 1.027 0+0.090 5
Differentiation
Well and moderate 14 0.649 3£0.055 9 2.210%* 1.071 0+0.173 8 2.084*
Poor 16 0.859 1+0.062 5 0.758 6+0.059 1
Invasion depth
T, 5 1.038 0+0.179 1 2.095% 0.431 0+0.044 1 2.486*
Ts, 35 0.749 6+0.045 9 0.941 8+0.076 5
Lymph node metastasis
Yes 28 0.667 6+0.046 2 0.381 0.960 0+0.060 0 1.647
No 12 0.636 6+0.060 7 1.130 0+0.072 3

*: P<0.05, compared with corresponding group
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Fig. 2 CDC4 and c-Myc protein expressions detected by Western blot

T: Tumor mucosa tissue; P: Adjacent mucosal tissue; N: Normal tissue
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Tab. 2 Protein expressions of CDC4 and c-Myc in gastric cancer

tissues, adjacent mucosa tissues and normal mucosa tissues

Group n CDC4 expression P value c-Myc expression P value
GCT 6 0.7658+0.0544  0.04 0.9870+0.0245 0.01
AMT 6 0.9256+0.029 4 0.692 2+0.055 1
NMT 6 1.036 0+£0.100 2 0.892 0+0.089 2

GCT: Gastric cancer tissues; AMT: Adjacent mucosa tissues; NMT:

Normal mucosa tissues. P value: GCT group compared with NMT
group

%3 CDCA4flc-MycEHZEBRALR., BEXHAREEHIRA
LHHRIEA
Tab.3 The protein expressions of CDC4 and c-Myc in gastric

cancer tissues, adjacent mucosa tissues and normal mucosa

tissues
. CDC4 ) c-Myc )
Tissue type ——— y value ———————  y value
- =+ - +
GCT 19 21 6.263* 16 24 8.583*
AMT 23 17 22 18
NMT 12 28 29 11

GCT: Gastric cancer tissues; AMT: Adjacent mucosa tissues; NMT:
Normal mucosa tissues. *: P<0.05, compared with gastric cancer

(DAB, x400)
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Fig.3 The protein expressions of CDC4 and c-Myc in gastric cancer tissues, adjacent mucosa tissues and normal mucosa tissues

A, B: Gastric cancer tissues; C, D: Adjacent mucosa tissues; E, F: Normal mucosa tissues
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Fig. 4 The correlation of CDC4 and c-Myc in mRNA level and protein level

A: mRNA level; B: Protein level
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Tab. 4 The correlation between the protein expressions of CDC4 and c-Myc and clinical pathological parameters in gastric cancer

CDC4

c-Myc

Group n P value P value
+ +

Gender
Man 26 10 16 0.520 6 15 11 0.502 4
Female 14 7 7 10 4

Age/year
<60 19 7 12 0.5378 11 8 0.745 1
=60 21 10 11 14 7

Tumor location
Cardiac and gastric body 22 12 10 0.1159 16 6 0.1942
Gastric antrum 18 5 13 9 9

TNM staging
-1 13 10 3 0.005 1 5 8 0.0412
Ir-1v 27 7 20 20

Differentiation
Well and moderate 14 11 0.001 9 4 10 0.002 0
Poor 16 6 20 21 5

Invasion depth
T, 5 5 0.009 4 0 5 0.004 6
Ts, 35 12 23 25 10

Lymph node metastasis
Yes 28 9 19 0.079 4 18 10 0.7357
No 12 8 4 5
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