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[HE] T=5HH: AKRuntt=EFHKE 73 (runt-related transcription factor 3, RUNX3) J&[Xl
S5EBEELE. REAEWNILEVINLR, rs760805 AAKERR 5 EE M RIFA . AHE YT HRITRUNXSHE K]
rs760805% &1L H E BUR A B O S K6 R . F7ik: DADNAELEGIN 732052 31041 5 Jie ;B (B e 41) A
3274 R X IR O BEAL) FURUNXS . 157608055 (KA, 73 Hrrs7608053E K 5  fat A U 2 MK K R o £
R: BEALSXRAIIRINKS rs7608053% I Y 0 A5 22 547 Gi it 24 5 L (PO 05) o STTHRF AL, #EAFAA
S DR A S5 B 1 R 9 AR (AA: OR=1.83, 95%CI: 1.15~2.92, AT: OR=1.24, 95%CI: 0.81~1.92).
Z5i8: RUNX3 1s760805 AAJE[AIZL 5 [ ORI 8 R AT 5K o

[ X#2iR ] RUNX3EE[R; HEHZAMN: BE

DOI: 10.3969/j.issn.1007-3969.2013.09.003
RESES: R7352 CEMREE: A XE4HS: 1007-3639(2013)09-0709-04
Relationship between the rs760805 polymorphism of the RUNX3 gene and susceptibility to gastric
cancer JU Ya-fei', SUI Jian-ging”, SONG Ming-quan’, JIANG Xiang-jun (Municipal Hospital Affiliated to
Qingdao University Medical College, Qingdao Shandong 266000, China)
Correspondence to: JIANG Xiang-jun E-mail: dijxj@163.com

[Abstract] Background and purpose: Runt-related transcription factor 3 (RUNX3) has a significant relation
with gastric cancer. Many researches have confirmed that rs760805 AA can increase the risk of gastric cancer. The
purpose of the study was to investigate the relationship between the rs760805 polymorphism of the RUNX3 gene
and gastric cancer. Methods: The rs760805 genotypes were determined by PCR-based DNA sequence measuring
analysis and direct DNA sequencing in 310 incident cases with gastric cancer and 327 controls recruited in Shandong.
Results: The frequency of TT genotype was 15.16% in gastric cancer patients and 20.49% in normal controls, and the
corresponding percentages for AT and AA genotypes were 48.39% and 36.45%, and 52.60% and 26.91%, respectively.
Compared to TT genotype, AT genotypes were associated with an increased risk of gastric cancer (OR=1.24, 95%CT :
0.81-1.92; OR=1.83, 95%CI: 1.15-2.92). Conclusion: The rs760805 polymorphism of the RUNX3 gene is associated
with increased susceptibility to gastric cancer.
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BRTISE, 2. RUNK3E R rs760805375 M 5B BHNXA
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ZRunt Al H% 5% A F3(runt —related transcription
factor 3, RUNX3)%[K rs760805 % 2% 5 rh [EIX
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1.1 IEERBE#

M20114E3 H —201344 7 775 i R e
B B 5 & i vl 7 BE e AT B ) 1 R AR TPk R
TC I %k 5% A DUE A 31000 (5w dl), sk
JlI . e R R B s TR S5 e B A 2
SRS, HR$EZAST . HrhBvk206f1, %
PEL1044], SEXJAEIRS56.4 + 13.1% . S5 N BTH
737 % BEAA A oSS R DU A 327 A A1
AR R X BE O BRA), B A % B4 53 B HE R
R S A R e, e B 219
N, 108N, FH4ENRYS56.4 + 14.6%5 . FrA
KAEFRAFF T G RIE R &, R T RAH
By RAF AR BT R AL
1.2 FLWHX
121 EEZALE FiK )

FZAL AR AL A F5 Platinum®Taq DNA
RAGMW . ABI9700 PCRAY . 3730XLAIDNA 7
1% 519 Invitrogens F] FA1L
1.2.2 &M 7%k

SR I DNASREC: BUEDT A 4T &8 i ik i
2 mL, FHIALI 3 PR 41 DN A2 G & (55 A 1)
PERCEE N AIDNA, 25060 BETHI % DN AV
JE . $EEUDNA T 20 CUKFRIR-AT o

PCR W : DARUNX3 I A 20 5 51 b 4
P, WITRUNX3KE [Hrs7608051 ki PCRFI
Yo I SCAEEFH]: 57 ~CTGGCGCATATT
GAGAGCTGTA-3, X 4%: 5° -TCTCCCACTC
AGCAGTTCACAC-3" , PCRI VA& Z Ky 1
ZA: PCRILI AR ZR H25 wL; 5100 wg/L
DNAFAR, 10 x PCRZZ 2.5 pL, 50 mmol/L
MgCl, 0.8 wL, 10 mmol/L ANTPIES0.5 L,
5 wmol/LEI¥JIE In] 41 uL, Platinum®Taq
DNAREH0.2 wl, MAK®EZE®KE

25 wLlo JUWAEABIOZTO0PCRAX H1 kAT, K4k
. 94 CHIAEYES min, 94 CAEPE30 s, 58 C
B k30 s, 72 CHEM30 s, #ATI5PMEH, 72
CJFIEMS min, PCR™H12 p LAT2%35 AR W 5E
JE LYK S SE T PR . DN AN P 07 35 PR A
ABI PRISMTM 3700 DNA Analyzer I Applied
BioSystems/AﬁjE@POP—6%, it FHAS 75 ERIA Y
37009 7 F2 7 LK o
1.3 SitFahE

Geit oM FHSPSS 13.0% 4, ABERRHE
#E47Hardy—Weinbergift (& P Ak 56, DLy K5
7 TR 5 0 R 22 ) 38 i 5 PR AT S oy
25, LIORKI95% CIF AN fa ke i
P<0.05 02 7 A G X

2 4 R

R ZH FONT R AR AR Y O MR W
R 77 T 2 S TG R (PR AT I R
0.891, 0.889., 0.055f10.627, 1), RUNX3
H P rs76080507 L AA . AT M TTHE R 3R ) 45
H(E1~3), #ATRUNX3 rs76080517 & ATH: A
TP A A e R O 1) XU 2 485 4 T 5 PR AR 1Y
1.24f5%(AT: OR=1.24, 95%CI: 0.8~1.92),
HEHFRUNX3 rs76080517 15 A A J X 1 ()4~ 44 it
R A XURS R TT L R B 18345 (AA
OR=1.83, 95%CI: 1.15~2.92), ¥R &
T ) e XU (FR2)

*1 BEASHRAEAHELR
Tab. 1 Characteristics of study subjects
[n(%)]

Variables GC patients Controls P*
Agel/year
<55 178 (57.42) 186(56.88) 0.891
=55 132 (42.58) 141(43.12)
Gender
Male 206(66.45) 219(66.97) 0.889
Female 104(33.55) 108(33.03)
Smoking status
Smoking 131(42.26) 114(34.86) 0.055
Never 179(57.74) 213(65.14)
Alcohol use
Regular 94(30.32) 105(32.11) 0.627
Never 216(69.68) 222(67.89)

" Two-sided y’-test for the frequency distribution of selected
variables between gastric cancer cases and cancer-free controls.
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B 1 RUNX3 rs760805 AAEFE!
Fig. 1 AA genotype of RUNX3 rs760805

[ A2 CARAALATCTCTAREATCRAZTGGTI ITCCHRTGEGC IC

B 2 RUNX3 rs760805 ATEFEE!
Fig. 2 AT genotype of RUNX3 rs760805

B 3 RUNX3 rs760805 TTE EZ!
Fig. 3 TT genotype of RUNX3 rs760805

*2 BEASXTEARUNXS rs7608055 EE 54 AR
Tab.2 Genotype distributions of the RUNX3 rs760805 in gastric

cancer cases and controls and risk estimates

[n(%)]
Variables  GC patients  Controls OR 95%CI
TT 47(15.16)  67(20.49) 1.00
AT 150(48.39)  172(52.60) 1.24 0.81-1.92
AA 113(36.45)  88(26.91) 1.83 1.15-2.92
30l

SNPs & AZEHE 40 DN A 7 41 ] g 44 735 5
M FEERRZ—, JEd NP 5 B %
ODfEE, BRreay ZHTERRHE . 87
T T PP 85 S B (8] 5 S 2 5 (A A 5 40
SEAE eI

RUNX3JE# 2 B 5, 467 kb, fi
TR Ip36IX, SHP1. P2 RS, 6
SNETF, i 415 E IR TR LA A A O
%?(core binding factors, CBFs) A aly BAf
HIEHFH] A —B i 128/ 5 BL R 4H A1) s s
%?bﬁ}ﬁﬂf]ﬁunt?ﬁ*@ﬁﬁ(wnt domain, RD), e
PSRRI E LR T S 2 g

RUNX3/ENTCF(5 5 5% Sl g rh E # &
SE A T, S TGE R O1 [ 98 425 40 il i
ARKERFMBET . BMEAAT, RUNX3H
PR 38t 4% A8 53 55 bt A B 98 B 4540 o Hishida
2 TR T RUNXBAM i T B i 2 5 5
1s6672420T>AFIN & H1¥rs760805T>A 5 H
AREFEBREMLR, KILE R IEFT 5 R gL
F, i rs760805 A ALK R R IR ) KU
1 E5599%(OR=1.59, 95%CI: 1.08~2.33), i
a8 1A B 7 A FRUNX3 RuntffsF K 19 C364T
X— AR, R RIS R A
A, Keller®: 7 2081 T RUNX 33 [H 5878 15
Tl g R AR W A OG &, AR T 34471
e R QOPITREURL, 9 i BURN SR A )
A T I 9k EL A A R B O SR A DN A, L FES
AHNE T RN G T - A TSI, 45
PR BIFPRZEA, Guod ) RiFSLR122C
RAFH R X, B 07 A R 28 A8 RIRUNX 33 [H]
(R122C) 73l 5k e 2 S AN AR MKN 74, 42
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