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[HE] E=5HH: HURNA(nicroRNA, miRNA)&—SE A BB EH AL/ NG FRNA, £%
M R A REFREEEN . AU 4S EE (colorectal cancer, CRC) HZHmiR-192 4E
FEEAPTEE A2 (zine finger E-box binding homeobox 2, ZEB2) mRNA. #HHAZFRIE, ZrHmiR-192/1 7%
15 5 CRCI I PRI EAFAE (1 9C R L S ZEB2 W AH G ME . Faik: IR PRCRCA LR 55 4H 4 (FE MR 2% =5 cm) %30
5], ZEE 5], IEW S E A5 . SER % EPCR (quantitative real—time polymerase chain
reation, qRT-PCR)VER I FiR &-2H FmiR-192 % ZEB2 mRNAZE ik ; 2K )5 ENZEvE (Western blot) #rlIZEB2EE (A
FiE; SFCRCAHZIHmiR-1925 I PRI HERFIE G R I T8 S ZEB2 AN DS AT 40 M 855R : CRCZAmiR-1925%35 1]
R, ZEB2 mRNARER (IREME L, o5l 5mssdl. SEIRA R IERAMLL, ZRBERIT%R L
(P<0.05) ; miR-192/f13¢i% I 5CRCIIM LS5 #652 (P=0. 021) AL AL EE 2 (P=0. 023) M55, FECRCAHZIF, miR-
192 57EB2 7R [ () 35 5 53 19 A 9 56 & (7=—0. 365, P<0.05) . Z5i&: miR-1927ECRCHL L [ 31k i 5 i
A X, BATAeild ZEB22 5CRCM KA. KIBFE.
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[ Abstract] Background and purpose: MicroRNA(miRNA) is a class of small non-coding RNA playing
an important regulatory role in many diseases. In this study, we explore the levels of miR-192 and zinc finger E-box
binding homeobox 2 (ZEB2) in CRC, the clinical significance of miR-192 and the correlation between the expression
of miR-192 and ZEB2 protein. Methods: The expression levels of miR-192 and ZEB2 mRNA in 30 colorectal
carcinoma samples, 30 corresponding cancer-adjacent tissue samples (from the edge of tumor =5 cm), 25 colorectal
adenoma samples, and 15 normal tissue samples were quantified using quantitative real-time polymerase chain reaction
(qQRT-PCR). ZEB2 protein expression was determined using Western blot. The relationship between the miR-192 and
clinicopathological factors, miR-192 and ZEB2 protein expression was analyzed. Results: Significant upregulation of
miR-192 expression and reduction of ZEB2 mRNA and protein expression were identified in CRC tissues, compared
to cancer-adjacent tissues, colorectal adenoma samples, and normal tissues (P<0.05). Low miR-192 levels were
significantly associated with lymph node (P=0.021) and distant metastasis (P=0.023). An inverse relationship between
miR-192 and ZEB2 protein expression was identified in CRC group (r=-0.365, P<0.05). Conclusion: MiR-192
downexpression was correlated with CRC metastasis. MiR-192 may play a role in the development and progression of
CRC through ZEB2.
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Fig. 1 Differential expression of miR-192 in CRC, cancer-

adjacent, adenoma and normal tissues

*: Compared with the other 3 groups, P<0.05. .
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Fig. 2 Differential expression of ZEB2 mRNA and protein in CRC, cancer-adjacent, adenoma, and normal tissues

A: Differential expression of ZEB2 mRNA in CRC, cancer-adjacent, adenoma, and normal tissues. *: P<0.05, compared with the other 3 groups,
respectively; B: Differential expression of ZEB2 protein in CRC, cancer-adjacent, adenoma, and normal tissues. #: P<0.05, compared with the
other 3 groups, respectively; C: Representative example of ZEB2 protein levels in CRC, cancer-adjacent, adenoma, and normal tissues; 1: CRC;

2: Cancer-adjacent tissue; 3: Adenoma; 4: Normal tissue.
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Tab.1 Relationship between miR-192 expression and

clinicopathological features of CRC
MiR-192

Clinicopathological features - — Pvalue
Downregulation Upregulation
Agelyear
<60 9 5 i
=60 10 6
Gender
Male 8 7
0.45
Female 11 4
Location of tumors
Colon 11 6 |
Rectum 8 5
Diameter/cm
<5 13 4
1132
=5 6 7 0
Differentiation
High 8 3
Middle/low 11 8 0466
Lymphatic metastasis
Positive 13 2 .
0.021
Negative 6 9
Distal metastasis
Positive 14 3 "
0.023
Negative 5 8
Stage
T, 7 5
0.712
Tsy 12 6
Serum CEA level
<5 8 4 !
=5 11 7
"1 P<0.05.
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Fig.3 Correlation between miR-192 expression and ZEB2
protein levels in CRC tissues

MiR-192 expression showed a strong negative correlation with
ZEB2 levels.
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